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1. Some TF interfere with post-transcriptional regulation when tethered to the 3’UTR of RLUC mRNA
Transcription factors were fused to the MS2 coat protein (MS2) inducing their recruitment onto the Renilla luciferase mRNA containing eight repeats of the binding sequence for
the MS2 protein (RLUC8MS2).The constructs encoding either MS2-CP alone or MS2-CP fused with TF were transfected together with the RLuc8MS2 reporter or with a control
reporter lacking the MS2 binding site RLuc0MS2. For standardization, the RLuc8MS2 and RLuc0MS2 constructs expressed firefly luciferase (FLuc) and Renilla luciferase (RLUC)
from the same bidirectional promoter. Protein Level in both conditions RLUC0MS2 and RLUC8MS2 were checked (data not shown). Some TF were able to induce a reduction in
R-Luc activity to a similar extent than our positive control TTP.
2. FOXM1 recruitment on the mRNA destabilizes RLUC8MS2
RT–qPCR analysis of the stability of the RLuc8MS2 and the RLuc0MS2 reporters mRNA. Samples are RNA from HeLa cells transfected with the indicated RLUC reporters and
either ERG-MS2-CP or MS2-CP, and treated for 0, 1, 2 or 4 h with actinomycin D (ActD).
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Transcription factors are key regulators of early steps of gene expression. In this work, we used a MS2-tethering assay to screen for their
potential role in post-transcriptional regulation. We found that FOXM1 was able to modulate the activity of the Renilla luciferase and to
destabilise its mRNA when recruited on the 3’UTR. Furthermore, we found that endogenous FOXM1 associates with mRNP complexes and
is localised in p-bodies and that FLAG-tagged FOXM1 interacts with Myc-CNOT2, a subunit of the CCR4-NOT deanedylation complexes.
Altogether these results suggest that FOXM1 might be involved in the regulation of mRNA decay.
Control of mRNA levels is a fundamental aspect in the regulation of gene expression and is achieved through a balance between mRNA
synthesis and decay. Synthesis of mRNA is under the control of transcription factors (TF), which are considered as key orchestrators of
early steps of gene expression. Surprisingly, we recently demonstrated that the E-twenty-six related gene (ERG) transcription factor also
regulates gene expression by affecting mRNA cytoplasmic stability through its interaction with the CCR4-NOT deadenylation complexes. In
addition, an independent study showed that the glucocorticoid receptor, a typical nuclear receptor known to function as a transcription
factor can associate with mRNA and trigger its degradation by recruiting the nonsense mediated decay effector Upf1. On these premises,
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3. FOXM1 is able to associate with mRNP complexes
Oligo(dT) pulldown and anti-FOXM1, anti-EIF4A3 and anti-Hisone H3 western blotting (WB). Samples are untreated or RNase A–treated lysates from HeLa cells fixed with
formaldehyde (PAF). FOXM1 is retained on the oligo(dT)-bound fraction from formaldehyde-treated cells indicating that FOXM1 is able to associate with mRNP complexes.
4. FOXM1 is present in in p-bodies
Immunofluorescence of FOXM1 (green), DPC1A (PB marker, red) in HeLa cells. FOXM1 colocalised with DCP1A a marker of p-bodies. P-bodies are distinct cytoplasmic foci
where translationally silenced mRNA are stored and/or degraded.
5. FLAG-tagged FOXM1 interacts with the Myc-CNOT2, a component of the CCR4–NOT deadenylation complexes.
Immunoprecipitation of FLAG-tagged FOXM1 and anti-FLAG and anti-Myc western blotting. Samples are from HEK-293 cells transfected with Myc-CNOT2 alone or with either
of the FLAG-tagged FOXM1 isoforms.
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